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Ljl:R19532.yg26e01.rl Soares...[gi:773142] 



Taxonomy, LinkOut 



LOCUS R19532 351 bp mRNA EST 14-APR-1995 

DEFINITION yg26e01.rl Scares infant brain INIB Homo sapiens cDNA clone 
IMAGE: 333 99 5', mRNA sequence. 

ACCESSION R19532 

VERSION R19532.1 GI:773142 

KEYWORDS .EST. 

SOURCE ' human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

REFERENCE 1 (bases 1 to 351) 

AUTHORS Hillier,L., Clark, N., Dubuque, T., Elliston,K., Hawkins, M., Holm; 

,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., Marra,M., Parsons, 
Rifkin,L., Rohlfing,T., Scares, M., Tan,F., Trevaskis , E . , Watersi 
,R., Williamson, A. , Wohldmann,P. and Wilson, R. 
TITLE The WashU-Merck EST Project 

JOURNAL Unpublished (1995) 

COMMENT Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email: est@watson . wustl . edu 

Insert Size: 1413 

High quality sequence stops: 215 Source: IMAGE Consortium, LLNL 
This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium ( info@image.llnl .gov ) for further information. 
Insert Length: 1413 Std Error: 0.00 
Seq primer: M13RP1 
High quality sequence stop: 215. 
FEATURES Location/Qualifiers 
source 1 . . 351 

/organism="Homo sapiens" 

/db xref=" GDB: 405746 " 

/db xref=" taxon: 9606 " 

/clcne="IMAGE: 33399" 

/clone_lib="Soares infant brain INIB" 
/sex="f emale" 

/dev_stage^"73 days post natal" 
/lab_host="DH10B (ampicillin resistant)" 
/ncte="Organ: whole brain; Vector: Lafmid BA; Site_l: 1 
I; Site_2: Hind III; 1st strand cDNA was primed with a 
I - oligo(dT) primer [5' 

AACTGGAAGAATTCGCGGCCGCAGGAATTTTTTTTTTTTTTTT TT 3 ^ ; 

do ubi-e--stran"de'd~cDNA~'Ws"lTga"1^ to Hi"hd III adaptors 

(Pharmacia) , digested with Not I and directionally cloi 
into the Not I and Hind III sites of the Lafmid BA ved 
Library went through one round of normalization. Libra: 
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BASE COUNT 
ORIGIN 



80 a 



constructed by Bento^ Scares and M.Fatima Bonaldo. 
94 c 60 g 111 t 6 others 
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ff 




\ 



1 gactgagtga gtgcctnctt aaactttgta tcctgtgtgc ctcccttgcc ttaccctagt 
61 cccagccctg cagctttaag taattcagac atggattagc catttcccag ttctgtctca 
121 tacagtccag cctctgccac cttccccacc ccttccttta ttccatccta actagttcag 
181 ccctagtcaa gactggatag actgatactg ctttgtttcc cccaggaacc aaccacccaa 
241 ccccagtatt ctgggtaatt ttgacaatga tctatatgaa ttntatttga ttgacatttt 
301 ggaatcatga gntaagcttg ctgntgaanc atttantgtt tgggggtaca a 



// 
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□ 1: R55637. yj77el2.sl Soares...[gi:824932] Taxonomy, LinkOut 



LOCUS R55637 455 bp mRNA EST 22-MAY-1995 

DEFINITION yj77el2-sl Scares breast 2NbHBst Homo sapiens cDNA clone 
IMAGE: 1547 98 3', mRNA sequence. 

ACCESSION R55637 

VERSION R55637.1 GI:824932 

KEYWORDS EST . 

SOURCE human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

REFERENCE 1 (bases 1 to 455) 

AUTHORS Hillier,L., Clark, N., Dubuque, T., Elliston,K., Hawkins, M., Holm; 

,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., Marra,M., Parsons, 
Rifkin,L., Rohlfing,T., Scares, M., Tan,F., Trevaskis , E . , Watersi 
,R., Williamson, A. , Wohldmann,P. and Wilson, R. 
TITLE The WashU-Merck EST Project 

JOURNAL Unpublished (1995) 

COMMENT Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email : ' est@watson ■ wustl . edu 

Insert Size: 811 

High quality sequence stops: 307 Source: IMAGE Consortium, LLNL 
This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium ( inf o@imaqe , llnl . gov ) for further information. 
Insert Length: 811 Std Error: 0.00 
Seq primer: Promega -21ml3 
High quality sequence stop: 307, 
FEATURES Location/Qualifiers 
source 1 . - 455 

/organism="Homo sapiens" 

/db xref=" GDB:556902 " 

/db xref=" taxon: 9606 " 

/clone="IMAGE: 154798" 

/clone_lib="Soares breast 2NbHBst" 

/sex="Female" 

/dev_stage="adult" 

/lab_host="DH10B (ampicillin resistant)" 
/note="Organ: breast; Vector: pT7T3D (Pharmacia) with i 
modified polylinker; Site_l: Not I; Site_2: Eco RI; ls1 
strand cDNA was primed with a Not I - oligo(dT) primer 
TGTTACCAATCTGAAGTGGGAGCGGCCGCCCTTTTTT TTTTTT TT TTTTT 3 ' 

do ub^Ie— s tr anded-'c DN A~wa~s~l i'g^teci~1^^ adaptors 

(Pharmacia) , digested with Not I and cloned into the N< 
and Eco RI sites of a modified pT7T3 vector (Pharmacia; 
Library went through one round of normalization to a C( 
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230. Library constructed by Bento Scares and M.Fatima 
Bonaldo. " 

BASE COUNT 108 a 98 c 131 g 111 t 7 others 
ORIGIN 

1 ggaggacctg gcttgattta ttatacaggg agccgatagt tttcctaaca caagtggtca 

61 gaggtacagc agttctgctt ggccgagctn ttgaaggaga ctnttctcag agctcctccc 

121 tctgtgatct ttttgaggaa gcgaggagag gtntgaaagt gcttttaaac tgtcaactgg 

181 ggttcctgtg ggaggantta cccctcaatg acggtccata ataagctcat gaaggggcat 

241 ttggagcagc cacgacactc agtgcaccct tntntggggc agccctgcct gggccagacc 

301 ctttgcaaga agtccacttg gaggttgggc atggtgatgt gcgcctntaa tcccagctgc 

361 tcaggaggct gaggcgggag gatccctttg aacccagggc gtttgagacc agcctgggaa 

421 cttagtggga tttttttcag gaaaaaaaaa aaaaa 

// 
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□ 1: R60426. yhl3a03.rl Soares...[gi:831121] Taxonomy, LinkOut 




LOCUS R60426 536 bp mRNA EST 24-MAY-1995 

DEFINITION yhlSaOS.rl Scares infant brain INIB Homo sapiens cDNA clone 

IMAGE: 42 827 5', mRNA sequence. 
ACCESSION R60426 
VERSION R60426.1 GI:831121 

KEYWORDS EST. 
SOURCE human. 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 536) 

AUTHORS Hillier^L-, Clark, N-, Dubuque, T,, Elliston,K., Hawkins, M., Holm; 

,M., Hultman,M., Kucaba,T., Le,M., Lennon,G., Marra,M., Parsons., 

Rifkin,L., Rohlfing,T., Soares,M., Tan,F., Trevaskis , E . , Watersi 

,R-, Williamson, A. , Wohldmann,P. and Wilson, R. 
TITLE The WashU-Merck EST Project 

JOURNAL Unpublished (1995) 
COMMENT Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email: est@watson. wustl -edu 

High quality sequence stops: 359 

Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; contact the 
IMAGE Consortium ( inf o@ image . llnl .gov ) for further information. 
Seq primer: M13RP1 
High quality sequence stop: 359- 
FEATURES Location/Qualifiers 
source 1 - - 536 

/organism="Homo sapiens" 

/db xref=" GDB: 415368 " 

/db xref=" taxon:9606 " 

/clone="IMAGE: 42827" 

/clone_lib="Soares infant brain INIB" 
/sex="f emale" 

/dev_stage="73 days post natal" 
/lab_host="DH10B (ampicillin resistant)" 
/note="Organ: whole brain; Vector: Lafmid BA; Site_l: I 
I; Site_2: Hind III; 1st strand cDNA was primed with a 
I - oligo(dT) primer [5' 

AACTGGAAGAATTCGCGGCCGCAGGAATTTTTTTTTTTTTTTTTT 3 ' ] ; 

do.ubl.e^s± ra nde-d_c DN A_wa s. J. ig ated to Hind III adaptors 

(Pharmacia) , digested with Not I and directionally cloi 
into the Not I and Hind III sites of the Lafmid BA ved 
Library went through one round of normalization. Libra: 
constructed by Bento Scares and M.Fatima Bonaldo." 
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BASE COUNT 143 a 76 c 119 g 193 t 5 others 
ORIGIN 

1 agtacactgt gcactcttct aggtgtaagg gtatgcaact ttggatctta aaattctgta 

61 cacatacaca ctttatatat atgtatgtat gtatgaaaac atgaaattag tttgtcaaat 

121 atgtgtgtgt ttagtatttt agcttagtgc aactatttcc acattattta ttaaattgat 

181 ctaagacact ttcttgttga caccttgaat attaatgttc aagggtgcaa tgtgtattcc 

241 tttagattgt taaagcttaa ttactatgat ttgtagtaaa ttaactttta aaatgtattt 

301 gagcccttct gtagtgtcgt aggggctctt acagggtggg gaaaggattt taattttcca 

361 gttgctaatt ggaacagtat gggcctcatt tatatatttt gatttatagg gagtttgtgt 

421 ccggggtccc gggggacctc tactgggggt ggacngttag ggcagcctgt ggatggnggt 

481 ttttttaaaa aaccnaagta acntgggggg agacagagcc ntttcaaacc ccttta 

// 
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□ l:T83348.ye03c08.sl Soares...[gi:711636] 



Taxonomy, LinkOut 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
COMMENT 



T83348 461 bp mRNA EST 16-MAR-1995 

ye03c08.sl Scares fetal liver spleen INFLS Homo sapiens cDNA cl( 
IMAGE: 116654 3', mRNA sequence. 
T83348 

T83348 .1 GI :711636 

EST. 

human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 461) 

Hillier.L., Clark, N., Dubuque, T., Elliston,K., Hawkins, M., Holm; 



FEATURES 

source 



, , Lennon,G., Marra,M., 
, , Tan,F., Trevaskis,E. 
and Wilson, R. 



Parsons, 
Watersi 



,M., Hultman,M., Kucaba,T., Le,M 
Rifkin,L., Rohlfing,T,, Scares, M 
,R., Williamson, A. , Wohldmann,P. 
The WashU-Merck EST Project 
Unpublished (1995) 
Contact: Wilson RK 

Washington University School of Medicine 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax: 314 286 1810 

Email: est@watson. wustl ■ edu 

Insert Size: 527 

High quality sequence stops: 129 Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; contact the 

IMAGE Consortium ( inf o@imaQe - llnl . gov ) for further information. 

Insert Length: 527 Std Error: 0.00 

Seq primer: -21ml3 

High quality sequence stop: 129. 

Location/Qualifiers 

1. .461 

/organism="Homo sapiens" 
/db_xref=" GDB: 472271 " 
/db_xref=" taxon: 9606 " 
/clone-"IMAGE: 116654" 

/clone_lib="Soares fetal liver spleen INFLS" 
/sex="male" 

/dev_stage="20 week-post conception fetus" 
/lab_host="DH10B (ampicillin resistant)" 
/note="Organ: Liver and Spleen; Vector: pT7T3D (Pharmac 
with a modified polylinker; Site_l: Pac I; Site_2: Eco 
1st strand cDNA was primed with a Pac I - oligo(dT) pr; 

[fi' AACTGGAAGAA TTAATTAAAGATCTTTTTTTTTTTTTTTTTTT 3' ]/ 

double-stranded cDNA was ligated to Eco RI adaptors 
(Pharmacia) , digested with Pac I and cloned into the P; 
and Eco RI sites of the modified pT7T3 vector. Librar; 
went through one round of normalization. Library 
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constructed 
^ BASE COUNT 113 a 103 c 

^ ORIGIN 

1 ttaaacaacc aacatttatt 
61 ctggcagggc tggttcctgg 
121 ttgtgtcctt acacagcatt 
181 ttcctcttat aaggacacta 
241 ccttagtttc ttaaaggcct 
301 tcaaccaagg taaatttngg 
361 ggttggggga ccacaaattc 
421 cctccttntt gaataaaagg 
// 



by Bento Scares and M.Fatima Bonaldo, 
103 g 136 t 6 others 



ttctcacagt 
tgaggtctct 
tcctctgtgc 
gtctatggga 
tatgtcccaa 
gtgggtggga 
aagaaccttg 
tttnaaattt 



cctggagatt 
cctcctggct 
acatgtggag 
ttagggcctc 
atacagtcat 
agaaggccca 
aatttcaccn 
taccccagcc 



aaaagtccaa 
tgcagatggc 
agacaaacct 
actcttatgg 
gttggggggt 
accattttgg 
aattccaatt 
t 



gatcaaggtg 
agcattcttg 
ctggtgtctc 
cctaacttaa 
ttagggacct 
gngggttcnt 
caccaagtga 
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□ l: R35308. yg62gl0.rl Scares... [gi:792209] 



Taxonomy, LinkOut 



LOCUS 

DEFINITION 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
COMMENT 



R35308 536 bp mRNA EST 02-MAY-1995 

yg62gl0.rl Scares infant brain INIB Homo sapiens cDNA clone 
IMAGE:37462 5' similar to SP : 0DP1_YEAST P38074 ODPl mRNA 
sequence . 
R35308 

R35308.1 GI:792209 

EST. 

human - 

Homo sapiens 



FEATURES 

source 



Chordata; Craniata; Vertebrata; Euteleostom; 
Primates; Catarrhini; Hominidae; Homo. 



Dubuque , T . 



Watersi 



Elliston,K., Hawkins, M., Holm; 
, Lennon^G., Marra,M., Parsons, 
, Tan,F., Trevaskis,E. 
and Wilson, R. 



MO 63108 



Eukaryota ; Metazoa ; 
Mammalia; Eutheria; 
1 (bases 1 to 536) 
Hillier,L., Clark, N 
,M., Hultman,M., Kucaba,T., Le,M 
Rifkin,L., Rohlfing,T., Scares, M 
,R., Williamson, A- , Wohldmann,P. 
The WashU-Merck EST Project 
Unpublished (1995) 
Contact: Wilson RK 

Washington University School of Medicine 
4444 Forest Park Parkway, Box 8501, St. Louis. 
Tel: 314 286 1800 
Fax: 314 286 1810 
Email: est@watson. wustl ,edu 
Insert Size: 1751 

High quality sequence stops: 350 Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL ; contact the 

IMAGE Consortium ( inf o@imaqe . llnl ■ gov ) for further information. 

Insert Length: 1751 Std Error: 0.00 

Seq primer: M13RP1 

High quality sequence stop: 350. 

Location/Qualifiers 

1. .536 

/organism="Homo sapiens" 
/db xref=" GDB: 410003 " 
/db xref=" taxon:9606 " 
/clone="IMAGE: 37 462" 

/clone_lib="Soares infant brain INIB" 
/sex="f emale" 

/dev_stage="73 days post natal" 
/lab_host="DH10B (ampicillin resistant)" 
/note="Organ: whole brain; Vector: Lafmid BA; Site_l: 
I; Site_2: Hind III; 1st strand cDNA was primed with a 
I^ ,oligo-(-dT-)^primex_.L5_L 



AACTGGAAGAATTCGCGGCCGCAGGAATTTTTTTTTTTTTTTTTT 3 ' ] ; 
double-stranded cDNA was ligated to Hind III adaptors 
(Pharmacia), digested with Not I and directionally cloi 
into the Not I and Hind III sites of the Lafmid BA veci 
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BASE COUNT 115 
ORIGIN 

1 tcctgcagaa 
61 ggatcatcag 
121 ccagtgagat 
181 tcaccgtgta 
241 tgtctgagtg 
301 cccgggatgc 
361 cttgtnccct 
421 cgcntacgag 
481 agcccaatat 

// 



Library we 
constructe 
a 123 c 

taaagaatcc 
tctcttctgt 
ggcacagcac 
ccagcagaag 
gatggggacc 
ctgggctgaa 
gcagtgctga 
tttcaacctc 
aaccacnttt 



nt through one round of normalization. Libra: 
d by Bento Soares and M.Fatima Bonaldo." 
155 g 136 t 7 others 



ctgacggata 
gcacactatg 
acggggcagc 
gtggaggatg 
tgcctgctgt 
ggaggacggg 
taaaggatta 
agcgttttga 
tgaaaccaga 



aagtcatcct 
cgcggcctag 
tggtcctgca 
tggtgctgcc 
ttgagttcat 
gtcatttggc 
ttcgtaggca 
ancttttagc 
gatttctctc 



ggacgtgggc 
agcggtgtac 
gaacggcttt 
cgagaaggtg 
gatcgagtcc 
ccaccatggc 
aggtgctctt 
atttaaggat 
tgaacctgca 



tgtgggactg 
gcgntggagg 
gctgacatca 
gacgtgctgg 
atcctgtatg 
tgcgttgcac 
ctngggacaa 
tttttttcaa 
natatt 
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□ l: T24124. C2H2-70T Hippocam...[gi:575850] 



PubMed, Taxonomy 



LOCUS T24124 105 bp mRNA EST 04-OCT-1995 

DEFINITION C2H2-70T Hippocampus, Stratagene (cat. #936205) Homo sapiens cDl 
clone C2H2-70 internal similar to C2H2 Type Zinc Finger, mRNA 
sequence . 
T24124 

T24124.1 GI:575850 
EST. 
human . 
ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 (bases 1 to 105) 

Becker, K.G., Nagle,J.W., Canning, R.D. , Biddison, W. E . , Ozato,K. ; 
Drew, P. D. 

Rapid isolation and characterization of 118 novel C2H2-type zinc 
finger cDNAs expressed in human brain 
Hum. Mol. Genet. 4, 685-691 (1995) 
95359976 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 



REFERENCE 
AUTHORS 

TITLE 



JOURNAL 
MEDLINE 
COMMENT 



FEATURES 

source 



Contact : Becker, KG; Drew, PD 
Neuroimmunology Branch, NINDS 
NIH 

NIH/NINDS/NIB, Building 10, Room 5B04 , Bethesda, MD 20892 
Tel: 3014960520 
Fax: 3014020373 

Email: teeber@helix . nih . gov ; pddrew@helix . nih . gov 
Seq primer: 17 mer. 

Locati on/Qualifiers 
1, .105 

/organism="Homo sapiens" 
/db xref-" taxon: 9606 " 
/clone="C2H2-70" 

/clone_lib="Hippocampus, Stratagene (cat. #936205) " 
/note="Vector : lambdaZAP-II; Female, 2 years; oligo-dT 
random primed cDNA synthesis; lambdaZAP-II vector, 1.0] 
average insert size." 

BASE COUNT 22a 25c 26g 17 t 15 others 

ORIGIN 

1 actnncncga tntcgcaccg ctccccncca gtcttcacga cttactcgan ataagagngt 
61 tcattctgga gaggnngccn ncaaatnnga gaagngnggg agggg 

// 
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□ l: U03644. Human recepmmRN...[gi:476104] 



Add to 



Related Sequences, Protein, Taxonomy, LinkOut 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



30-APR-1994 



gene 
CDS 



HSU03644 1519 bp mRNA PRI 

Human recepin mRNA, complete cds . 

U03644 

U03644.1 GI:476104 



human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom: 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 1519) 

Chai.K.X., Li,L., Chao.J. and Chao,L. 

Recepin: a novel human liver cDNA encoding a serpin-like molecu! 
Unpublished 

2 (bases 1 to 1519) 
Chao, L - 

Direct Submission 

Submitted (20-NOV-1993) Lee Chao, Biochemistry and Molecular 
Biology, Medical University of South Carolina, 171 Ashley Avenue 
Charleston, SC 29425-2211, USA 

Location/Qualifiers 

1. .1519 

/organism="Homo sapiens" 
/db_xref="taxon: 9606" 
/clone="KS1010" 
/tissue_type=" liver" 

/clone_lib="human liver cDNA in lambda-gt 11 vector, S; 

L.C. Woo" 

33. .1388 

/gene=" recepin" 

33. .1388 

/gene=" recepin" 

/note="a serpin-like molecule" 
/codon_start=l 
/product="recepin" 
/protein id=" AAA17853 . 1 " 
/db_xref ="GI : 47 6105" 

/translation="MGKSFANFMCKKDFHPASKSNIKKVWMAEQKISYDKKKQEl 
QYLKEQESYDNRLLMGDERVKNGLNFMYEAPPGAKKENKEKEETEGETEYKFEWC 
PREKYAKDDMNIRDQPFGIQVRNVRCIKCHKWVMSTQIENVLCLVFLEVNASSV] 
SGPSMHPSELIGEMRNQWVCTETKCTGEKLDRKLIHHRSMLQVQGEEDPEVEFLI 
TKQKQKLLRKLDRLEKKKKKKDRKKKKFQKSRSKHKKHKSSSSYLPPPPPLPLLI 
AWRVRVTIKKKKLQRKKRKKNKCSGHNNSDSEEKDKSKKRKLHEELSSTHHNR] 
EKPRFLKHESSREDSKWSHSDSDKKSRTHKHSPEKRGSERKEGSSRSHGREERS] 



E" 

601 a 277 c 



346 g 



295 t 



BASE COUNT 
ORIGIN 

1 cagcccctgc tttccctagt tccagttcca agatggggaa atccttcgcc aacttcatgt 



1 of 2 
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NCBI Sequence Viewer 



http://www.ncbi. nlm.nih. gov: 80/eritrez/q...ucleotide&list_uids=4 76 104&dopt=GenBank 



61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 



// 



gcaagaaaga 
agaaaatatc 
aagaatcata 
tcatgtatga 
gagagaccga 
atgacatgaa 
aatgtcacaa 
aagtcaatgc 
taataggcga 
ttgaccgcaa 
aagttgaatt 
atcgactgga 
gaagtaaaca 
ctctactgag 
tacaaaggaa 
agaaggacaa 
gggaaaaagc 
aatggagcca 
gaggctctga 
gaagccagcc 
aacatcctgg 
atagaggaga 
gagaatgaag 
atctccactt 
aataaaaaag 



ctttcatcct 
atatgataag 
tgataataga 
agccccacca 
atacaaattt 
catcagagat 
atgggtcatg 
aagttcggtt 
gatgagaaac 
actgatccat 
tttaaagtca 
gaagaaaaaa 
caaaaaacat 
acttcagaaa 
gaaaagaaag 
gtctaagaag 
caaggaaaag 
ttctgattct 
aagaaaggag 
agaagtcctg 
tgaagagcaa 
aaaaatgtac 
cagaagtaga 
ttttattgaa 
ctcaatttt 



gcctccaaat 
aagaaacaag 
ttgcttatgg 
ggagctaaaa 
gaatggcaga 
cagccctttg 
tcaacacaga 
cccactgatg 
cagtgggttt 
cacaggagta 
ctaacaacca 
aagaaaaaag 
aagtcctctt 
gcagtagtga 
aaaaacaagt 
agaaagcttc 
cccaggttct 
gacaaaaagt 
gggagcagca 
gtagttacaa 
agcagaagaa 
agagagcacc 
gaagaaagac 
tacctttagc 



ccaatatcaa 
aagaattgat 
gagatgaacg 
aagaaaacaa 
aaggagcccc 
gtattcaggt 
tcgagaatgt 
gctcagggcc 
gcactgaaac 
tgttgcaagt 
aacaaaaaca 
atagaaaaaa 
cttcctatct 
gagtgagagt 
gttcagggca 
atgaagaact 
taaaacacga 
ccagaaccca 
gaagccacgg 
gcaaagggag 
atgacagcag 
caggaggtac 
tgtatgtgac 
aaggggtaaa 



aaaagtatgg 
gcagcaatat 
tgtaaagaat 
agagaaagaa 
acgagaaaaa 
tcgaaatgtg 
cctttgtttg 
atcgatgcac 
gaaatgtact 
gcagggtgaa 
gaaacttctc 
gaaaaagttt 
tcctcctcct 
aacaataaag 
taacaacagt 
ttctagcact 
gagttctagg 
taaacatagc 
cagggaggaa 
acaaggaaac 
aagccatggc 
acatactaaa 
aattacctgg 
ttatatactg 



atggcagaac 
cttaaagaac 
ggccttaatt 
gaaacagaag 
tatgccaaag 
aggtgcatta 
gtctttctgg 
ccctcggagc 
ggggagaaac 
gaagatccag 
aggaaattag 
cagaagagca 
cctcctcttc 
aaaaaaaaac 
gattctgaag 
caccataacc 
gaggacagca 
ccagagaaga 
aggagccgga 
gggcacagcg 
acagacttgt 
gtgacacaaa 
gaataaaaat 
ttgtctttct 
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□ l: Z34289. H.sapiens mRNA fb...[gi:663007] Related Sequences, OMIM, Protein, PubMed, Taxonomy, LinkOut 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
MEDLINE 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



CDS 



HSNUCPP 2502 bp mRNA PRI Ol-JUN-1995 

H.sapiens mRNA for nucleolar phosphoprotein pl30. 

Z34289 

Z34289.1 GI:663007 

nucleolar phosphoprotein; nucleolar phosphoprotein pl30; 

nucleologenesis . 

human. 

Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostom; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 2502) 

Pai,C.Y., Chen,H.K., Sheu,H.L. and Yeh^N.H. 

Cell-cycle-dependent alterations of a highly phosphorylated 
nucleolar protein pl30 are associated with nucleologenesis 
J, Cell. Sci. 108 (Pt 5), 1911-1920 (1995) 
95386590 

2 (bases 1 to 2502) 
Yeh,N. 

Direct Submission 

Submitted (08-JUN-1994) Ning-Hsing Yeh, Graduate Inst. Microbio! 
and Immunol., National, Yang-Ming Medical College, 155 Li-Long 
Street, Section 2, Taipei, Taiwan, 11221, Republic of China 

Location/Qualifiers 

1. .2502 

/organism="Homo sapiens" 
/db_xref = " taxon : 9 60 6 " 
/clone="clone CP130-51" 
/cell_line="HL60" 
/cell_type="myeloblast" 
/tissue_type=" leukemia" 

/clone_lib="HL60 cDNA 5 'stretch in lambda gtll, Clontec 

cat#HL1119b" 

55. .2154 

/f unction="nucleologenesis " 
/codon_start=l 

/product="nucleolar phosphoprotein pl30" 
/protein id=" CAA84063 . 1 " 
/db_xref ="GI : 663008" 
/db_xref ="SPTREMBL : Q14 97 8 " 

/translation="MADAGIRRWPSDLYPLVLGFLRDNQLSEVANKFAKATGA 
ANASSLLDIYSFWLKSAKVPERKLQANGPVAKKAKKKASSSDSEDSSEEEEEVQ( 
KKAAVPAKRVGLPPGPCAAAKASESSSSEESRDDDDEEDQKKQPVQKGVKPQAKAi 
PKKAKSSDSDSDSSSEDEPPKNQKPKITPVTVKAQTKAPPKPARAAPKIANGFCAi 

S.SS.S.SS.S.S.S.DDS:EEEKAAATPKKTy^PKKQVVAKAP_VKAAT^^^ 

EQKKPMKNKPGPYSYAPPPSAPPPKKSLGTQPPKECAVEKQQPVESSEDSSDESDI 
EEKKPPTKAWSKATTKPPPAKKAAESSSDSSDSDSSEDDEAPSKPAGTTKNSSI 
VTTKSPAVKPAAAPKQPVGGGQKLLTRKADSSSSEEESSSSEEEKTKKMVATTKl 
AKAALSLPAKQAPQGSRDSSSDSDSSSSEEEEEKTSKSAVKKKPQKVAGGAAPS] 
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□ l: H80165. yu56b04.rl Soares...[gi: 1058254] 



PubMed, Taxonomy, LinkOut ' 



LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



EST 
INFLS Homo 



09-NOV-1995 
sapiens cDNA cl< 



TITLE 
JOURNAL 
MEDLINE 
COMMENT 



Craniata; Vertebra ta; Euteleostom: 
Catarrhini; Hominidae; Homo. 



FEATURES 

source 



H8 0165 38 3 bp mRNA 

yu56b04.rl Soares fetal liver spleen 
IMAGE: 230095 5', mRNA sequence. 
H80165 

H80165.1 GI:1058254 
EST. 
human . 

Homo sapiens 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 (bases 1 to 383) 

Hillier,L., Lennon,G., Becker, M., Bonaldo,M. F. , Chiapelli , B . , 
Chissoe.S., Dietrich, N., DuBuque,T., Favello,A., Gish,W., Hawkii 
,M., Hultman,M., Kucaba,T., Lacy,M., Le,M., Le,N,, Mardis^E., M( 
,B., Morris, M., Parsons, J., Prange,C., Rifkin,L., Rohlfing,T., 
Schellenberg, K. , Soares, M.B., Tan,F., Thierry-Meg, J. , Trevaskis, 
Underwood, K. , Wohldmann, P . , Waterston, R. , Wilson, R. and Marra,M 
Generation and analysis of 280,000 human expressed sequence tag: 
Genome Res. 6 (9), 807-828 (1996) 
97044478 

Contact: Wilson RK 

Washington University School of Medicine / 

4444 Forest Park Parkway, Box 8501, St. Louis, MO 63108 

Tel: 314 286 1800 

Fax-: 314 286 1810 

Email: est@watson.wustl.edu 

Insert Size: 840 

High quality sequence stops: 375 
Source: IMAGE Consortium, LLNL 

This clone is available royalty-free through LLNL 
IMAGE Consortium ( info@ image . llnl . gov ) for further 
Insert Length: 840 Std Error: 0.00 
Seq primer: M13RP1 
High quality sequence stop: 375. ^ 

Location/Qualifiers 

1..383 

/organism="Homo sapiens ' 
/db xref=" GDB: 3781191 " 
/db xref=" taxon:9606 " 
/clone="IMAGE: 2300 95" 
/clone_lib="Soares fetal liver spleen INFLS" 
/sex="male" 

/dev_stage="20 week-post conception fetus" 

/lab_ host="DH10B (ampicillin resistant )" 

/note="Organ: Liver and Spleen; Vector: pT7T3D (Pharmac 
with a modified polylinker; Site_l: Pac I; Site_2: Eco 
1st strand cDNA was primed with a Pac I - oligo(dT) pr: 
[5' AACTGGAAGAATTAATTAAAGATCTTTTTTTTTTTTTTTTTTT 3']/ 



contact the 
information. 



lof2 



NCBI Sequence Viewer 



http://www.ncbi.nlm.nih. gov: 80/entrez/q...ucleotide&list_uids==663007&dopt==GenBank 



BASE COUNT 
ORIGIN 

1 



772 



akkgkaessnssssddsseeeeeklkgkgsprpqapkangtsaltaqngkaakn; 
eeekkecaavwsksgslkkrkqneaakeaetpqakkiklqtpntfpkrkkgekri 
frrvreeeievdsrvadnsfdakrgaagdwgeranqvlkftkgksfrhektkkki 

RGG S I S VQVN S I K FDS E " 
a 607 c 669 g 454 t 



61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 



gaattcgtgg 
gacgccggca 
cgcgataacc 
caggatgcca 
gtcccagagc 
tcatccagtg 
aagaaggctg 
gcatcagaga 
aaacagcctg 
aaggccaaga 
cagaagccaa 
gctcgagcag 
agcagcagta 
gtacctaaaa 
aagagttcta 
aaaaataaac 
tctctgggaa 
gaagacagca 
gcagtagtct 
tcagacagct 
accaccaaga 
gctgcagccc 
agcagctcca 
gccaccacta 
cctcagggta 
gagaagacat 
ccttccaagc 
gatgactcca 
gcccccaagg 
agtgaggagg 
ttaaagaagc 
ataaagcttc 
tccccattcc 
tcctttgatg 
aagttcacca 
cggggaggct 
gccatcttcg 
ggaaccctca 
agactttaca 
tgtttttgag 
attttcattg 
tttatattaa 



gtcgtgctgc 
ttcgccgcgt 
aactctcaga 
atgcctcttc 
gaaagttaca 
acagtgagga 
ctgtacctgc 
gtagcagcag 
tccagaaggg 
gctctgattc 
agataacacc 
cacctaaaat 
gcagtgatga 
agcaagttgt 
gcagtgagga 
caggtcccta 
cccagcctcc 
gtgatgagtc 
ctaaagcaac 
cagactctga 
attcttcaaa 
ccaagcaacc 
gcgaggaaga 
agcccaaggc 
gtagggacag 
ctaagtctgc 
cagcctctgc 
gtgaggaaga 
ccaatggcac 
aggaagaaga 
ggaagcagaa 
agacccctaa 
gaagggtcag 
ccaagcgagg 
aaggcaagtc 
caatctctgt 
gtgaagcaag 
ggtctctagg 
gtgtaacatc 
tgttgagtag 
ttgtctcctt 
atcacttact 



// 



gtcgacaacg 
ggttcccagc 
ggtggccaat 
cctcttagac 
ggcaaatgga 
cagcagcgag 
caagcgagtc 
tgaagagtcc 
agttaagccc 
tgattctgac 
tgtgacagtt 
agccaatggt 
ctcagaggag 
ggccaaagcc 
ttcctccagt 
cagttacgcc 
caagaaggct 
tgattcaagt 
cactaaacca 
cagctctgag 
taagccagct 
tgtgggcggt 
gagcagctcc 
gactgccaaa 
cagctctgat 
agttaagaag 
aaagaaagga 
ggaagagaag 
ctctgcactg 
aaagaaaaag 
tgaggctgcc 
cacatttcca 
ggaggaggaa 
tgcagccgga 
ctttcggcat 
ccaggtcaat 
ggtgatgatc 
tgagggtctt 
ctctctggtc 
cagggacaaa 
ccttttctgt 
attgaaaaaa 



gtagtgacgc 
gacctgtatc 
aagttcgcca 
atctatagct 
ccagtggcta 
gaggaggagg 
ggtctgcctc 
agagatgatg 
caagccaagg 
tcaagctccg 
aaagctcaga 
aaagcagcca 
gagaaggcag 
ccagtgaaag 
gacgaggaag 
cccccgcctt 
gtggagaagc 
tctgaagaag 
cctccagcaa 
gatgatgaag 
gtcaccacca 
ggccagaagc 
agtgaggagg 
gcagctctat 
tcagacagct 
aagccacaga 
aaggctgaga 
ctcaagggca 
actgcccaga 
gcggcagtgg 
aaggaggcag 
aaaaggaaga 
attgaggtgg 
gactggggag 
gagaaaacca 
tctattaagt 
ggagactact 
gatgaggaca 
cttttctgtg 
ataagggaat 
gaaagtcctc 
aaaaaggaat 



gtattgcctg 
ccctcgtgct 
aagcgacagg 
tctggctcaa 
agaaagctaa 
aagttcaagg 
ctgggaaggc 
atgatgagga 
cagccaaagc 
aggatgagcc 
ctaaagcccc 
gtagcagcag 
cagccacccc 
cagctaccac 
aggagcaaaa 
ctgctccccc 
agcagcctgt 
agaagaaacc 
agaaagcagc 
ctccttctaa 
agtcacctgc 
ttctgacgag 
agaagacaaa 
ctctgcctgc 
ccagcagtga 
aggtagcagg 
gcagcaacag 
agggctctcc 
atggaaaagc 
tagtttccaa 
agactcctca 
aaggagaaaa 
attcacgagt 
agcgagccaa 
agaagaagcg 
ttgacagcga 
tactttctcc 
gaagtttaga 
ttcctagttt 
gttatttttt 
atactgagaa 
tc 



gaggatggcg 
cggcttcctg 
agctacacag 
gtctgccaag 
gaagaaggcc 
gcctccagca 
tgcagccaaa 
ggaccaaaag 
tcctcctaag 
accaaagaac 
tcccaaacca 
tagcagcagc 
caagaagact 
ccctacccgg 
aaaacccatg 
accaaagaag 
ggaaagcagt 
cccaactaag 
agagagctct 
gccagctggt 
agtgaagcca 
aaaggctgac 
gaagatggtg 
caagcaggct 
ggaggaggaa 
aggtgcagcc 
ttcttcttct 
aagaccacaa 
agctaagaac 
atcaggttca 
ggccaagaag 
aagggcatca 
tgcggacaac 
tcaggttttg 
gggcagctac 
gtgacctgag 
agtggacctg 
gtaggtccta 
tgtacagact 
aagaaaattc 
atttgtatat 
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double-stranded cDNA was ligated to Eco RI adaptors 
(Pharmacia), digested with Pac I and cloned into the P<- 
and Eco RI sites of the modified pT7T3 vector. Librar] 
went through one round of normalization. Library 
constructed by Bento Scares and M.Fatima Bonaldo." 

BASE COUNT 84 a 112 c 100 g 86 t 1 others 

ORIGIN 

1 gcacatgtct gtggctctga gctgggctgt cacttccaga caagacccca catctcaaaa 
61 agttggagaa aaagtcttcc ccatctggag atgacagttg atgctttatt tggaaagcag 
121 tgtgcatatc ttgaggggtg atgaacacaa gcaaaccaag ttgcacctgg cttctgcaca 
181 ctcctgcgaa agtcggtgaa cattcactcc acattgaccc ctccctagcc tggcaggtga 
241 cgtcagggtc cttcacagac aaacacgctt gggctcggca ggagctgcct gngccacccc 
301 cgctgcccag tgtctgccct ctagaagtag gctgtgtttc caggtgttca cccgtggtgc 
361 ccacagtgcc gacccgtggc tgg 

// 
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